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FIGURE 6 
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FIGURE 7 

Human CEA gene, DNA 
SEQ, ID NO. : 1 



gagctcctca cacggactct gtcagctcct ccctgcagcc tatcggccgc ccacctgagg 60 

cttgtcggcc gcccacttga ggcctgtcgg ctgccctctg caggcagctc ctgtccccta 120 

caccccctcc ttccccgggc tcagctgaaa gggcgtctcc cagggcagct ccctgtgatc 180 

tccaggacag ctcagtctct cacaggctcc gacgccccct atgctgtcac ctcacagccc 240 

tgtcattacc attaactcct cagtcccatg aagttcactg agcgcctgtc tcccggttac 300 

aggaaaactc tgtgacaggg accacgtctg tcctgctctc tgtggaatcc cagggcccag 360 

ccagtgcctg acacggaaca gatgctccat aaatactggt taaatgtgtg ggagatctct 420 

aaaaagaaac atatcacctc cgtgtggccc ccagcagtca gagtctgttc catgtggaca 480 

caggggcact ggcaccagca tgggaggagg ccagcaagtg cccgcggctg ccccaggaat 540 

gaggcctcaa cccccagagc ttcagaaggg aggacagagg cctgcaggga atagatcctc 600 

cggcctgacc ctgcagccta atcctgagtt cagggtcagc tcacaccacg tcgaccctgg 660 

tcagcatccc tagggcagtt ccagacaagg ccggaggtct cctcttgccc tccagggggt 720 

gacattgcac acagacatca ctcaggaaac ggattcccct ggacaggaac ctggctttgc 780 

taaggaagtg gaggtggagc ctggtttcca tcccttgctc caacagaccc ttctgatctc 840 

tcccacatac ctgctctgtt cctttctggg tcctctgagg acctgttctg ccaggggtcc 900 

y* ctgtgcaact ccagactccc tcctggtacc accatgggga aggtggggtg atcacaggac 960 

W agtcagcctc gcagagacag agaccaccca ggactgtcag ggagaacatg gacaggccct 1020 

gagccgcagc tcagccaaca gacacggaga gggagggtcc ccctggagcc ttccccaagg 1080 

acagcagagc ccagagtcac ccacctccct ccaccacagt cctctctttc caggacacac 1140 

aagacacctc cccctccaca tgcaggatct ggggactcct gagacctctg ggcctgggtc 1200 

t'ccatccctg ggtcagtggc ggggttggtg gtactggaga cagagggctg gtccctcccc 1260 

HI agccaccacc cagtgagcct ttttctagcc cccagagcca cctctgtcac cttcctgttg 1320 

;lsj ' ggcatcatcc caccttccca gagccctgga gagcatgggg agacccggga cctgctgggt 1380 

IP ttctctgtca caaaggaaaa taatccccct ggtgtgacag acccaaggac agaacacagc 1440 

agaggtcagc actggggaaa gacaggttgt ccacagggga tgggggtcca tccaccttgc 1500 

■ cgaaaagatt tgtctgagga actgaaaata gaagggaaaa aagaggaggg acaaaagagg 1560 

cagaaatgag aggggagggg acagaggaca cctgaataaa gaccacaccc atgacccacg 1620 

%0 . tgatgctgag aagtactcct gccctaggaa gagactcagg gcagagggag gaaggacagc 1680 

Q agaccagaca gtcacagcag ccttgacaaa acgttcctgg aactcaagct cttctccaca 1740 

f[\ gaggaggaca gagcagacag cagagaccat ggagtctccc tcggcccctc cccacagatg 1800 

gtgcatcccc tggcagaggc tcctgctcac aggtgaaggg aggacaaccc ctgggagagg 18 60 

■W. gtgggaggag ggagcacaga gactggctgg ggtctcctgg gtaggacagg gctgtgagac 1920 

ill ggacagaggg ctcctgttgg agcctgaata gggaagagga catcagagag ggacaggagt 1980 

cacaccagaa aaatcaaatt gaactggaat tggaaagggg caggaaaacc tcaagagttc 2040 

tattttccta gttaattgtc actggccact acgtttttaa aaatcataat aactgcatca 2100 

gatgacactt taaataaaaa cataaccagg gcatgaaaca ctgtcctcat ccgcctaccg 2160 

c'ggacattgg aaaataagcc ccaggctgtg gagggccctg ggaaccctca tgaactcatc 2220 

cacaggaatc tgcagcctgt cccaggcact gggtgcaacc aagatcacac aaatccctgc 2280 

cctcatgaag ctcatgctct catggggagg aagacagaca tacaaagaga tctagaatgt 2340 

gaggtcaggt gttgacaaga gcctggaggg aatagagcag ggaaaggtca gaaaaggaag 2400 

acccaaggtc tctagaggag gtgtcaggga agggatctcc caagaatgcc ctgatgtgag 24 60 

caggacctga aggcaatggg gagggagccg tgaagacccc tggaaaagca gattccacac 2520 

agggaaatgc caaggtcgga ggtgctaagg aaataggaga cacactgctg accttgacct 2580 

agtaggacac acacacacac acacacacac actcactcac tccagggctg ggggatgaag 2640 

agacctgctc aggacccagg accccatttt tccaccctaa tgcataggtc ccaatattga 2700 

ccgatgctct ctgctctctc ctagcctcac ttctaacctt ctggaacccg cccaccactg 2760 

ccaagctcac tattgaatcc acgccgttca atgtcgcaga ggggaaggag gtgcttctac 2820 

ttgtccacaa tctgccccag catctttttg gctacagctg gtacaaaggt gaaagagtgg 2880 

atggcaaccg tcaaattata ggatatgtaa taggaactca acaagctacc ccagggcccg 2940 

catacagtgg tcgagagata atatacccca atgcatccct gctgatccag aacatcatcc 3000 

agaatgacac aggattctac accctacacg tcataaagtc agatcttgtg aatgaagaag 3060 

caactggcca gttccgggta taccgtgagt gattccccca tgacctctgg gtgttggggg 3120 

tcagttctac ttcccacaca caggattatc aggcctgggc tgtgctgtgg ccccctctgc 3180 

attacgaacc atgttagggt ttgggcattt agtgcaggat acacacagaa gagacaaact 3240 

tcaacagatc agaattcctt tccggcatcc agaccctgca g 3281 



FIGURE 8 





Human CD40L, 


DNA 






SEQ ID NO. : 2 








ccatttcaac 


tttaacacag 


catgatcgaa 




gccactggac 


tgcccatcag 


catgaaaatt 




acccagatga 


ttgggtcagc 


actttttgct 




gaagatgaaa 


ggaatcttca 


tgaagatttt 




acaggagaaa 


gatccttatc 


cttactgaac 




tttgtgaagg 


atataatgtt 


aaacaaagag 




caaaaaggtg 


atcagaatcc 


tcaaattgcg 


I** 


acaacatctg 


tgttacagtg 


ggctgaaaaa 




accctggaaa 


atgggaaaca 


gctgaccgtt 




caagtcacct 


tctgttccaa 


tcgggaagct 


— - 

ri 


tgcctaaagt 


cccccggtag 


attcgagaga 


■ asas s 


tecgccaaac 


cttgcaggca 


acaatccatt 




ggtgcttcgg 


tgtttgtcaa 


tgtgactgat 




cgtcctttgg 


cttactcaaa 


ctctgaacag 



acatacaacc 


aaacttctcc 


ccgatctgcg 


60 


tttatgtatt 


tacttactgt 


ttttcttatc 


120 


gtgtatcttc 


atagaaggtt 


ggacaagata 


180 


gtattcatga 


aaacgataca 


gagatgcaac 


240 


tgtgaggaga 


ttaaaagcca 


gtttgaaggc 


300 


gagacgaaga 


aagaaaacag 


ctttgaaatg 


360 


gcacatgtca 


taagtgaggc 


cagcagtaaa 


420 


ggatactaca 


ccatgagcaa 


caacttggta 


480 


aaaagacaag 


gactctatta 


tatctatgcc 


540 


tcgagtcaag 


ctccatttat 


agccagcctc 


600 


atcttactca 


gagctgcaaa 


tacccacagt 


660 


cacttgggag 


gagtatttga 


attgtaacca 


720 


ccaagccaag 


tgagccatgg 


cactggctca 


780 


tgtcaccttg 


caggctgtgg 


tggagctga 


839 
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Murine CD40L, 
SEQ ID NO. : 

ctttcagtca 
cttccagcga 
attggatctg 
gtaaaccttc 
ggatctttat 
gatataacgt 
gaggatcctc 
ctacagtggg 
W gggaaacagc 
;p| tgctctaatc 
m agcagtggat 
tr; tgcgagcagc 
1*1 tttgtcaacg 
:g| ttactcaaac 
* tccctataca 
ggatcctcct 
JS gagaattaca 
ffj. aaacagcaac 
O agagctctga 
nm cgttcaatgg 
cagctcacaa 



DNA 
3 

gcatgataga aacatacagc 
gcatgaagat ttttatgtat 
tgctttttgc tgtgtatctt 
atgaagattt tgtattcata 
ccttgctgaa ctgtgaggag 
taaacaaaga agagaaaaaa 
aaattgcagc acacgttgta 
ccaagaaagg atattatacc 
tgacggttaa aagagaagga 
gggagccttc gagtcaacgc 
ctgagagaat cttactcaag 
agtctgttca cttgggcgga 
tgactgaagc aagccaagtg 
tctgaacagt gcgctgtcct 
gcaagtcagt taggacctgc 
catggagaac tatttattat 
gggcaggcaa aaatcccaag 
cccactgatt cagacaacca 
tgaaacaaca gataactaat 
acagtgtact tgacttacca 
tctgttatgg ttgacctggg 



caaccttccc ccagatccgt 
ttacttactg ttttccttat 
catagaagat tggataaggt 
aaaaagctaa agagatgcaa 
atgagaaggc aatttgaaga 
gaaaacagct ttgaaatgca 
agcgaagcca acagtaatgc 
atgaaaagca acttggtaat 
ctctattatg tctacactca 
ccattcatcg tcggcctctg 
gcggcaaata cccacagttc 
gtgtttgaat tacaagctgg 
atccacagag ttggcttctc 
aggctgcagc agggctgatg 
cctgtgttga actgcctatt 
gtacccccaa ggcacataga 
ggaccctgct ccctaagaac 
gaaaagacaa agccataata 
gagcacagtt ttgttgtttt 
gggaagatgc agaagggcaa 
ctccctgcgg ccctagtagg 



ggcaactgga 


60 


cacccaaatg 


120 


cgaagaggaa 


180 


caaaggagaa 


240 


ccttgtcaag 


300 


aagaggtgat 


360 


agcatccgtt 


420 


gcttgaaaat 


480 


agtcaccttc 


540 


gctgaagccc 


600 


ctcccagctt 


660 


tgcttctgtg 


1 zu 


atcttttggc 


780 


ctggcagtct 


840 


tataacccta 


900 


gctggaataa 


960 


ttacaatctg 


1020 


cacagatgac 


1080 


atgggtgtgt 


1140 


ctgtgagcct 


1200 




1250 



